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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/984,099 



DATE: 09/14/1999 
TIME: 12 :27:25 



Input Set: H984099.RAW 



This Raw Listing contains the General Information 
Section and up to first 5 pages. 
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<110> 



<120> 
<130> 
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<141> 
<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<400> 



<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<400> 



ENTERED 




APPLICANT: McBride, Kevin 
Stalker, David M. 
Pear, Julie 
Perez-Grau, Luis 

TITLE OF INVENTION: COTTON FIBER TRANSCRIPTIONAL FACTORS 

FILE REFERENCE: CGNE . 115 . 01US 

CURRENT APPLICATION NUMBER: US/08/984 , 099 

CURRENT FILING DATE: 1997-12-03 

EARLIER APPLICATION NUMBER: 08/480,178 

EARLIER FILING DATE: 1995-06-07 

NUMBER OF SEQ ID NOS : 18 

SOFTWARE: Patentln Ver. 2.0 

SEQ ID NO 1 

LENGTH: 967 

TYPE: DNA 

ORGANISM: Gossypium Hirsutum 
SEQUENCE : 1 

ctttctattt ggttaaccat ggctcataac tttcgtcatc ctttcttcct tttccaactt 60 
ttactcatta ctgtctcact aatgatcggt agccacaccg tctcgtcagc ggctcgacat 120 
ttattccaca cacaaacaac ctcatcagag ctgccacaat tggcttcaaa atacgaaaag 180 
cacgaagagt ctgaatacaa acagccaaaa tatcatgaag agtacccaaa acatgagaag 240 
cctgaaatgt acaaggagga aaaacaaaaa ccctgcaaac atcatgaaga gtaccacgag 3 00 
tcacgcgaat cgaaggagca cgaagagtac gataaagaaa aacccgattt ccccaaatgg 360 
gaaaagccta aagagcacga gaaacacgaa gtcgaatatc cgaaaatacc cgagtacaag 420 
gacaaacaag atgagaataa gaaacataaa gatgaagagt gccaggagtc acacgaatcg 480 
aaagagcacg aagagtacga gaaagaaaaa cccgatttcc ccaaatggga aaagcctaaa 540 
gggcacgaga aacataaagc cgaatatccg aaaatacctg agtgcaagga aaaactagat 600 
gaggataagg aacataaaca tgagttccca aagcatgaaa aagaagagga gaagaaacct 660 
gagaaaggca tagtaccctg agtgggttaa aatgcctgaa tggccgaagt ccatgtttac 720 
tcagtctggc tcgagcacta agccttaagc catatgacac tggtgcatgt gccatcatca 780 
tgcagtaatt tcatgggata ttgtaattat attgttaata aaaaagatgg tgagtgggaa 840 
atgtgtgtgt gcattcatcc atgagcaatg ctgaatctct ttgcatgcat agagattctg 900 
aatggttata gtttatgtta tatcgtttgt tctagtgaaa ttaattttga atgttgtatg 960 
taatgtt 967 
SEQ ID NO 2 
LENGTH-: 967 
TYPE: DNA 

ORGANISM: Gossypium Hirsutum 
FEATURE : 
NAME /KEY: CDS 
LOCATION: (1) . . (966) 
SEQUENCE: 2 



ctt tct att tgg tta acc atg get cat aac ttt cgt cat cct ttc ttc 
Leu Ser lie Trp Leu Thr Met Ala His Asn Phe Arg His Pro Phe Phe 



48 
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PAGE: 2 RAW SEQUENCE LISTING DATE: 09/14/1999 

PATENT APPLICATION US/08/984,099 TIME: 12:27:25 

Input Set: H984099.RAW 



45 


1 








5 










10 










15 






46 


ctt 


ttc 


caa 


ctt 


tta 


etc 


att 


act 


gtc 


tea 


eta 


atg 


ate 


ggt 


age 


cac 


96 


47 


Leu 


Phe 


Gin 


Leu 


Leu 


Leu 


He 


Thr 


Val 


Ser 


Leu 


Met 


He 


Gly 


Ser 


His 




48 








20 










25 










30 








49 


acc 


gtc 


teg 


tea 


gcg 


get 


cga 


cat 


tta 


ttc 


cac 


aca 


caa 


aca 


acc 


tea 


144 


50 


Thr 


Val 


Ser 


Ser 


Ala 


Ala 


Arg 


His 


Leu 


Phe 


His 


Thr 


Gin 


Thr 


Thr 


Ser 
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35 










40 










45 










52 


tea 


gag 


ctg 


cca 


caa 


ttg 


get 


tea 


aaa 


tac 


gaa 


aag 


cac 


gaa 


gag 


tct 


192 


53 


Ser 


Glu 


Leu 


Pro 


Gin 


Leu 


Ala 


Ser 


Lys 


Tyr 


Glu 


Lys 


His 


Glu 


Glu 


Ser 




54 




50 










55 










60 












55 


gaa 


tac 


aaa 


cag 


cca 


aaa 


tat 


cat 


gaa 


gag 


tac 


cca 


aaa 


cat 


gag 


aag 


240 


56 


Glu 


Tyr 


Lys 


Gin 


Pro 


Lys 


Tyr 


His 


Glu 


Glu 


Tyr 


Pro 


Lys 


His 


Glu 


Lys 




57 


65 










70 










75 










80 




58 


cct 


gaa 


atg 


tac 


aag 


gag 


gaa 


aaa 


caa 


aaa 


ccc 


tgc 


aaa 


cat 


cat 


gaa 


288 


59 


Pro 


Glu 


Met 


Tyr 


Lys 


Glu 


Glu 


Lys 


Gin 


Lys 


Pro 


Cys 


Lys 


His 


His 


Glu 




60 










85 










90 










95 






61 


gag 


tac 


cac 


gag 


tea 


cgc 


gaa 


teg 


aag 


gag 


cac 


gaa 


gag 


tac 


gat 


aaa 


336 


62 


Glu 


Tyr 


His 


Glu 


Ser 


Arg 


Glu 


Ser 


Lys 


Glu 


His 


Glu 


Glu 


Tyr 


Asp 


Lys 




63 








100 










105 










110 








64 


gaa 


aaa 


ccc 


gat 


ttc 


ccc 


aaa 


tgg 


gaa 


aag 


cct 


aaa 


gag 


cac 


gag 


aaa 


384 


65 


Glu 


Lys 


Pro 


Asp 


Phe 


Pro 


Lys 


Trp 


Glu 


Lys 


-Pro 


Lys 


Glu 


His 


Glu 


Lys 




66 






115 










120 










125 










67 


cac 


gaa 


gtc 


gaa 


tat 


ccg 


aaa 


ata 


ccc 


gag 


tac 


aag 


gac 


aaa 


caa 


gat 


432 


68 


His 


Glu 


Val 


Glu 


Tyr 


Pro 


Lys 


He 


Pro 


Glu 


Tyr 


Lys 


Asp 


Lys 


Gin 


Asp 




69 




130 










135 










140 












70 


gag 


aat 


aag 


aaa 


cat 


aaa 


gat 


gaa 


gag 


tgc 


cag 


gag 


tea 


cac 


gaa 


teg 


480 


71 


Glu 


Asn 


Lys 


Lys 


His 


Lys 


Asp 


Glu 


Glu 


Cys 


Gin 


Glu 


Ser 


His 


Glu 


Ser 




72 


145 










150 










155 










160 




73 


aaa 


gag 


cac 


gaa 


gag 


tac 


gag 


aaa 


gaa 


aaa 


ccc 


gat 


ttc 


ccc 


aaa 


tgg 


528 


74 


Lys 


Glu 


His 


Glu 


Glu 


Tyr 


Glu 


Lys 


Glu 


Lys 


Pro 


Asp 


Phe 


Pro 


Lys 


Trp 




75 










165 










170 










175 






76 


gaa 


aag 


cct 


aaa 


ggg 


cac 


gag 


aaa 


cat 


aaa 


gee 


gaa 


tat 


ccg 


aaa 


ata 


576 


77 


Glu 


Lys 


Pro 


Lys 


Gly 


His 


Glu 


Lys 


His 


Lys 


Ala 


Glu 


Tyr 


Pro 


Lys 


He 




78 








180 










185 










190 








79 


cct 


gag 


tgc 


aag 


gaa 


aaa 


eta 


gat 


gag 


gat 


aag 


gaa 


cat 


aaa 


cat 


gag 


624 


80 


Pro 


Glu 


Cys 


Lys 


Glu 


Lys 


Leu 


Asp 


Glu 


Asp 


Lys 


Glu 


His 


Lys 


His 


Glu 




81 






195 










200 










205 










82 


ttc 


cca 


aag 


cat 


gaa 


aaa 


gaa 


gag 


gag 


aag 


aaa 


cct 


gag 


aaa 


ggc 


ata 


672 


83 


Phe 


Pro 


Lys 


His 


Glu 


Lys 


Glu 


Glu 


Glu 


Lys 


Lys 


Pro 


Glu 


Lys 


Gly 


He 




84 




210 










215 










220 












85 


gta 


ccc 


tga 


gtg 


ggt 


taa 


aat 


gee 


tga 


atg 


gee 


gaa 


gtc 


cat 


gtt 


tac 


720 


86 


Val 


Pro 




Val 


Gly 




Asn 


Ala 




Met 


Ala 


Glu 


Val 


His 


Val 


Tyr 




87 


225 










230 










235 










240 




88 


tea 


gtc 


tgg 


etc 


gag 


cac 


taa 


gee 


tta 


age 


cat 


atg 


aca 


ctg 


gtg 


cat 


768 


89 


Ser 


Val 


Trp 


Leu 


Glu 


His 




Ala 


Leu 


Ser 


His 


Met 


Thr 


Leu 


Val 


His 




90 










245 










250 










255 






91 


gtg 


cca 


tea 


tea 


tgc 


agt 


aat 


ttc 


atg 


gga 


tat 


tgt 


aat 


tat 


att 


gtt 


816 


92 


Val 


Pro 


Ser 


Ser 


Cys 


Ser 


Asn 


Phe 


Met 


Gly 


Tyr 


Cys 


Asn 


Tyr 


He 


Val 




93 








260 










265 










270 








94 


aat 


aaa 


aaa 


gat 


ggt 


gag 


tgg 


gaa 


atg 


tgt 


gtg 


tgc 


att 


cat 


cca 


tga 


864 
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PAGE: 3 RAW SEQUENCE LISTING DATE: 09/14/1999 

PATENT APPLICATION US/08/984,099 TIME: 12:27:25 

Input Set: H984099.RAW 

95 Asn Lys Lys Asp Gly Glu Trp Glu Met Cys Val Cys lie His Pro 

96 275 280 285 

97 gca atg ctg aat etc ttt gca tgc ata gag att ctg aat ggt tat agt 912 

98 Ala Met Leu Asn Leu Phe Ala Cys lie Glu lie Leu Asn Gly Tyr Ser 

99 290 295 300 

100 tta tgt tat ate gtt tgt tct agt gaa att aat ttt gaa tgt tgt atg 960 

101 Leu Cys Tyr lie Val Cys Ser Ser Glu lie Asn Phe Glu Cys Cys Met 

102 305 310 315 320 

103 taa tgt t 967 

104 Cys 

105 <210> SEQ ID NO 3 

106 <211> LENGTH: 226 

107 <212> TYPE: PRT 

108 <213> ORGANISM: Gossypium Hirsutum 

109 <400> SEQUENCE: 3 

110 Leu Ser lie Trp Leu Thr Met Ala His Asn Phe Arg His Pro Phe Phe 

111 15 10 15 

112 Leu Phe Gin Leu Leu Leu lie Thr Val Ser Leu Met lie Gly Ser His 

113 20 25 30 

114 Thr Val Ser Ser Ala Ala Arg His Leu Phe His Thr Gin Thr Thr Ser 

115 35 40 45 

116 Ser Glu Leu Pro Gin Leu Ala Ser Lys Tyr Glu Lys His Glu Glu Ser 

117 50 55 60 

118 Glu Tyr Lys Gin Pro Lys Tyr His Glu Glu Tyr Pro Lys His Glu Lys 

119 65 70 75 80 

120 Pro Glu Met Tyr Lys Glu Glu Lys Gin Lys Pro Cys Lys His His Glu 

121 85 90 95 

122 Glu Tyr His Glu Ser Arg Glu Ser Lys Glu His Glu Glu Tyr Asp Lys 

123 100 105 110 

124 Glu Lys Pro Asp Phe Pro Lys Trp Glu Lys Pro Lys Glu His Glu Lys 

125 115 120 125 

126 His Glu Val Glu Tyr Pro Lys lie Pro Glu Tyr Lys Asp Lys Gin Asp 

127 130 135 140 

128 Glu Asn Lys Lys His Lys Asp Glu Glu Cys Gin Glu Ser His Glu Ser 

129 145 150 155 160 
13 0 Lys Glu His Glu Glu Tyr Glu Lys Glu Lys Pro Asp Phe Pro Lys Trp 

131 165 170 175 

132 Glu Lys Pro Lys Gly His Glu Lys His Lys Ala Glu Tyr Pro Lys lie 

133 180 185 190 

134 Pro Glu Cys Lys Glu Lys Leu Asp Glu Asp Lys Glu His Lys His Glu 

135 195 200 205 

136 Phe Pro Lys His Glu Lys Glu Glu Glu Lys Lys Pro Glu Lys Gly lie 

137 210 215 220 
13 8 Val Pro 

139 225 

140 <210> SEQ ID NO 4 

141 <211> LENGTH: 13 

142 <212> TYPE: PRT 

143 <213> ORGANISM: Gossypium Hirsutum 

144 <400> SEQUENCE: 4 
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PAGE: 4 RAW SEQUENCE LISTING DATE: 09/14/1999 

PATENT APPLICATION US/08/984,099 TIME: 12:27:25 

Input Set: H984099.RAW 

145 Met Ala Glu Val His Val Tyr Ser Val Trp Leu Glu His 

146 15 10 

147 <210> SEQ ID NO 5 

148 <211> LENGTH: 40 

149 <212> TYPE: PRT 

150 <213> ORGANISM: Gossypium Hirsutum 

151 <400> SEQUENCE: 5 

152 Ala Leu Ser His Met Thr Leu Val His Val Pro Ser Ser Cys Ser Asn 

153 1 5 10 15 

154 Phe Met Gly Tyr Cys Asn Tyr lie Val Asn Lys Lys Asp Gly Glu Trp 

155 20 25 30 

156 Glu Met Cys Val Cys lie His Pro 

157 35 40 

158 <210> SEQ ID NO 6 

159 <211> LENGTH: 32 

160 <212> TYPE: PRT 

161 <213> ORGANISM: Gossypium Hirsutum 

162 <400> SEQUENCE: 6 

163 Ala Met Leu Asn Leu Phe Ala Cys lie Glu lie Leu Asn Gly Tyr Ser 

164 15 10 15 

165 Leu Cys Tyr lie Val Cys Ser Ser Glu lie Asn Phe Glu Cys Cys Met 

166 20 25 30 

167 <210> SEQ ID NO 7 

168 <211> LENGTH: 5547 

169 <212> TYPE: DNA 

170 <213> ORGANISM: Gossypium Hirsutum 

171 <400> SEQUENCE: 7 

172 actaaaggga acaaaagctg gagctccacc gcggtggcgg ccgctctaga actagtggat 60 

173 cccccgtgga ctaaacaaaa catgggaaga tttgctgtaa aaaaataaaa gaagcttact 120 

174 caataacact ttgtgaattg tatacaaaag actcaatgaa aaacaataac tcaatacact 180 

175 ttttttcact gatttacatc ctttatatag gctgaaacta caacaacttt agctaaaaaa 240 

176 ataggataac ctaatagcaa aatcacaatc agatattaaa ccatgatttt agctaaccat 300 

177 ttaacaactt tattgaaact aatttgaata tttcatctgc tgatatgccc aagattttag 360 

178 gccactaacc gatttggtgg tgaactttaa catgtcatgc atttgtaact gtttgaaaca 420 

179 agttttttgc attattttac tatatgaact gtttgattag gttgagttac acactgagct 480 

180 tgtaagctca ctcaaatttt tctaatttct aaggtgatca gcaaacttag gaccgggcgg 540 

181 cgtacgagag ctcggattga ttttctagtt aataaataag acgatttatg tttttaaact 600 

182 attatggact ttttggacta tgtaactgtt tgggacttta tttttgtttt ttatttgctt 660 

183 tttttggatt tagtaattat tatttttaaa ctgcaaaatt atatgttttt acaaactaag 720 

184 tcacagtttt caaaattcca taacttagaa tttttcgctg caaaataaag taatcattta 780 

185 agtgtttttt ctgtaataaa ataaataaat aattttaacg agtattttcc taaaaattgg 840 

186 aaattgattt accaaaatta gtatgtcaaa acacatgttt atatgttaca gggcgatatc 900 

187 gtctaggcaa ataacatcta ggcggggttt ggagtgttac agggcgagtg ggctcatttt 960 

188 gagtaagtat agttagggcc gagttttaga ttgcatattc aaggtcaaag attttgtaaa 1020 

189 cttcgatgaa tgatatgtat gattgtccga ttaacgaaat atgttttttt cttttgtgtg 1080 

190 tgttttatct cgtgtgataa gtatatagta tgttttattc caattcttat ggcatgtgac 1140 

191 attgtggcta ttctaattaa attgatttgt tattattgaa atctgatgca tctgttctac 1200 

192 aaagcatgga atctcatgcc tactgctttc tgttaaagat acgattgcaa gtttaacatg 1260 

193 cttactattt tgattttgtc cttgcatgct atgtcacatt acatggggtt gggatgatat 1320 

194 ggtaaggagg aagttttgac agtttaatga tttgcactat ctggtggttt aaccacatat 1380 
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PAGE: 5 RAW SEQUENCE LISTING DATE: 09/14/1999 

PATENT APPLICATION US/08/984,099 TIME: 12:27:25 

Input Set: H984099.RAW 

195 ttgttatggc atcttgactg cggttatggt ggctcgaccg cccatatctg ttctggaaat 1440 

196 ttatctgtga ctctggtggc attgtctaca attatttgtt ggtgtgtttt ggatggacga 1500 

197 gtcgtgggga actctatttg gtgtgttgcg gagttgggta ggaaattttc gaaaaaaatt 1560 

198 tgcattgtgt ttttctgaaa aatattgcat taacataatc atgcattctc aattttggtc 1620 

199 aattgaacgt tataaaattc tctatgatat cctgatctgt ttattacatt atatgtgttt 1680 

200 atgcttgagt taagtcaaac attgagattc atagctcacc caattattta atcatttcag 1740 

201 gcaatctgca gacttaggat tggatggcgt tcaggagctt ggattggttt tctcacatca 1800 

202 tattttatta aataattatt aattaaaatt tatggacttt tggactgtct gactaatttt 1860 

203 cagaatttta ttttggtttt gggttttgtt gaatttttta gataattatt ttaaatattc 1920 

204 tgcataattt ttctgttatt tgaaaaggat gttcgaattt tttttcaaaa ttgaaacgtt 1980 

205 taagaatttt tactactgca aattcagaat aagtgaattt gttttttaga aagattaaat 2040 

206 aagttagtat tacgattttt agtttgattt ggtggaaagt aatgtatgtt tttgaacata 2100 

207 attatttgac aataattaag ttttctaggg aataaacgga aatatcttct tcttttttgt 2160 
2 08 aaaattacta atgcaagaac aaacaacgtt ttggggagca aataatctag ctttaagtag 2220 

209 tcagtgtaac tctcaaaatc tggtcataac ttctaggctg agtttgctgt gctacagtag 2280 

210 taagtctata gaaacttacc tgacaaaacg acatgacgtc agggtcgaat ctacaacttt 2340 

211 tcctttttct tcaattaaca tatggttgat tcaagttccg atctataata atttattacg 2400 

212 atttatcaat ttcaattacc ttatatcatc ctattataaa tataagtcag ttcaattcag 2460 

213 ttttcgaaag ttcccaaaaa ttttgaattt tattaaattt attccctaaa accgaaatag 252 0 

214 ttatatcttt caaatttaag tttcattttt caatccgatt tcaatttcat ccttttataa 2580 

215 ctctctatta tctataatta cataaatttc aaattaattt tgaaatattt acactttagt 2640 

216 ccctaagttc aaaactataa attttcactt tagaaattaa tcatttttca catctaagca 2700 

217 tcaaatttaa ccaaatgaca caaatttcat gattagttag atcaagcttt tgagtcttca 2760 

218 aaacataaaa attacaaaaa aaaaacaaac ttaaaatcat ttatcaattt gaacaacaaa 2820 

219 gcttggccga atgctaagag cttaaaaatg gcttcttttg tttctttttg ttgcaaacgg 2880 

220 tggagagaag agggaaatga agattgacca tattttttta ttatgtttta acatataata 2940 

221 ttaataattt aatcataatt atactttggt gaatgtgaca gtggggagat acgtaaagta 3 000 

222 ttttaacatt atactttttg caagcagttg gctggtctac ccaagagtga tcaaagtttg 3 060 

223 agctgccttc aatgagccaa tttttgccca taatggataa aggcaatttg tttagttcaa 3120 

224 ctgctcacag aataatgtta aaatgaaatt aaaataaggt ggcctggtca cacacacaaa 3180 

225 aaaaaactaa tgttggttgg ttgaatttta tattacggaa tgtaatatta tattttaaaa 3240 

226 taaaattatg ttatttagat tcttaatatt ttggagcatt ccatactata atttcgtaac 3300 

227 ataatattaa aatatagtaa tataaagtgt aattaacttt aaattacaag cataatatta 3360 

228 aattttgaat caattaattt ttatttctat tattttaatt aatttagtct attttttcaa 3420 

229 aataaaattt aaatctaaat aaaaataatt tttccttaat gttgaaacaa ctcatgttat 3480 

230 acttcaaaat tataagtatt atatttacct tgatgattta tttattagta tattaattct 3540 

231 gattataatt atggtgggat acaatcgctt tccactaaat attttaacta tgatttataa 3600 

232 atttatttca acatcgtata tttacttatt aatacataat ttatcataat tttatggaaa 3660 

233 ttgagaccaa gaaacattaa gagaacaaat tctataacaa agacaattta gaaaaaaatg 3720 

234 tacttttagg taattttaag tactcttaac caaacacaaa aattcaaatc aaatgaacta 3780 

235 aataagataa tataacatac ggaacatctt acttgtaatc ttacattccc ataattttat 3840 

236 tatgaaaaat aatcttatat tactcgaact aaatgttgtc acaaattatt atctaaataa 3 900 

237 agaaaaacac ttaattttta taacattttt tcatatattt gaaagattat attttgtata 3960 

238 tttacgtaaa aatatttgac atagattgag caccttctta acataatccc accataagtc 4020 

239 aagtatgtag atgagaaatt ggtacaaaca acgtggggcc aaatcccacc aaaccatctc 4080 

240 tcattctctc ctataaaagg cttgctacac atagacaaca atccacacac aaatacacgt 4140 

241 tcttttcttt ctatttgatt aaccatggct catagcattc gtcacccttt cttccttttc 4200 

242 caacttttac tcataagtgt ctcactagtg accggtagcc acactgtttc ggcagcggct 4260 

243 cgacgtttat tcgagacaca agcaacctca tcagagctcc cacaattggc ttcaaaatac 4320 

244 gaaagcacga gagtctgaat acgaaaagcc agaatacaaa cagccaaagt atcacgaaga 43 80 

Plea se Note: . /t^X 

bsc of n and/or Xaa have been dcl&W >° thc Sequence Listing. Please review the U, 9 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 

<223> fields of each sequence which presents at least one n or Xaa. - 



PAGE: ♦ 6 VERIFICATION SUMMARY^ DATE: 09/14/1999 

PATENT APPLICATION US/08/984,099 TIME: 12:27:25 

Input Set: H984099.RAW 



Line ? Error/Warning 



87 W Invalid/Missing Amino Acid Numbering 

347 W Invalid/Missing Amino Acid Numbering 

615 W "N" or "Xaa" used: Feature required 

620 W "N" or "Xaa" used: Feature required 

665 W "N" or "Xaa" used: Feature required 

674 W "N" or "Xaa" used: Feature required 

714 W "N" or "Xaa" used: Feature required 



Original Text 



225 230 2 

15 20 

ttggatgaga accaattttt aatagtaaan cctaacca 

gtcttttaaa tcacatatca cattttgagt ttgtatga 

atgtaccgnt atttatttat ttattgaaat tggcatta 

tngtagtaat gcccgtgacc ctaatccgtt agcgaaga 

tngtagtaat gcccgtgacc ctaatccgtt agcgaaga 



